
p1
3.

33

p1
3.

32

p1
3.

31

p1
3.

2

p1
3.

1

p1
2.

3

p1
2.

2

p1
2.

1

p1
1.

23

p1
1.

22

p1
1.

21

p1
1.

1

q1
1

q1
2

q1
3.

11

q1
3.

12

q1
3.

13

q1
3.

2

q1
3.

3

q1
4.

1

q1
4.

2

q1
4.

3

q1
5

q2
1.

1

q2
1.

2

q2
1.

31

q2
1.

32

q2
1.

33 q2
2

q2
3.

1

q2
3.

2

q2
3.

3

q2
4.

11

q2
4.

12

q2
4.

13

q2
4.

21

q2
4.

22

q2
4.

23

q2
4.

31

q2
4.

32

q2
4.

33

DDX51
SMARCD1

KDM2B

INTS13
PARPBP

NUP37

KRR1CCNT1
SFSWAP

NUP107
PPP1CC

ARL1 PRKAB1

SUDS3

PIP4K2C

PFDN5

ZCCHC8

COPS7A SCYL2 NAA25

NUDT4

FGFR1OP2
BLOC1S1

PCBP2

NACA
SNRPF

NT5DC3

COPZ1

VPS33A
PITPNM2DDX23

DDX47

DYNLL1

PFKM

CHD4

ENO2
CKAP4

NOP2
WBP11

FKBP4

TUBA1C

C12orf43
SPRYD4

ACADS

CDK2 ARHGAP9

ZNF740

ORMDL2 TBC1D15

BCAT1

MMAB

PYM1

SLC2A14

TMPO

TPI1

METTL7ACMAS
UNG

PA2G4

0.0

0.5

1.0

1.5

2.0

0 50 100

Genomic position [Mb]

Lo
g 

F
ol

d 
C

ha
ng

e
Log fold change comparison(chr12)

ifBuffer Buffered Enhanced Dataset logFC.prot logFC.rna


