
GSE23321_EFFECTOR_MEMORY_VS_NAIVE_CD8_TCELL_DN (29)
GSE27859_DC_VS_CD11C_INT_F480_INT_DC_DN (65)

GSE12505_WT_VS_E2_2_HET_PDC_DN (31)
GSE6674_ANTI_IGM_VS_ANTI_IGM_AND_CPG_STIM_BCELL_DN (39)

GSE43863_TFH_VS_LY6C_INT_CXCR5POS_EFFECTOR_CD4_TCELL_UP (38)
GSE17974_0H_VS_4H_IN_VITRO_ACT_CD4_TCELL_DN (27)

GSE22589_HEALTHY_VS_HIV_AND_SIV_INFECTED_DC_UP (47)
GSE15330_WT_VS_IKAROS_KO_LYMPHOID_MULTIPOTENT_PROGENITOR_DN (39)

GSE45365_WT_VS_IFNAR_KO_CD11B_DC_MCMV_INFECTION_UP (33)
GSE16385_MONOCYTE_VS_12H_ROSIGLITAZONE_TREATED_MACROPHAGE_DN (46)

GSE3982_MAC_VS_TH2_DN (52)
GSE43863_NAIVE_VS_MEMORY_LY6C_INT_CXCR5POS_CD4_TCELL_D150_LCMV_DN (43)

GSE21546_WT_VS_ELK1_KO_ANTI_CD3_STIM_DP_THYMOCYTES_DN (46)
GSE2706_UNSTIM_VS_2H_LPS_AND_R848_DC_UP (24)

GSE17721_POLYIC_VS_CPG_1H_BMDC_UP (25)
GSE22589_HIV_VS_HIV_AND_SIV_INFECTED_DC_DN (27)

GSE5960_TH1_VS_ANERGIC_TH1_UP (50)
GSE45739_NRAS_KO_VS_WT_ACD3_ACD28_STIM_CD4_TCELL_UP (46)

GSE4142_PLASMA_CELL_VS_GC_BCELL_DN (48)
GSE21927_SPLEEN_C57BL6_VS_EL4_TUMOR_BALBC_MONOCYTES_DN (72)

GSE22886_NAIVE_TCELL_VS_DC_UP (68)
GSE36009_UNSTIM_VS_LPS_STIM_NLRP10_KO_DC_DN (33)

GSE23502_BM_VS_COLON_TUMOR_MYELOID_DERIVED_SUPPRESSOR_CELL_DN (27)
GSE27786_BCELL_VS_NEUTROPHIL_UP (42)

GSE21546_ELK1_KO_VS_SAP1A_KO_AND_ELK1_KO_DP_THYMOCYTES_DN (52)
GSE16450_IMMATURE_VS_MATURE_NEURON_CELL_LINE_DN (20)

GSE7568_IL4_TGFB_DEXAMETHASONE_VS_IL4_TGFB_TREATED_MACROPHAGE_UP (62)
GSE17721_POLYIC_VS_PAM3CSK4_1H_BMDC_UP (47)

GSE6259_FLT3L_INDUCED_33D1_POS_DC_VS_BCELL_UP (39)
GSE6259_DEC205_POS_DC_VS_CD4_TCELL_DN (31)

GSE37532_TREG_VS_TCONV_CD4_TCELL_FROM_LN_UP (48)
GSE42724_NAIVE_VS_B1_BCELL_DN (55)

GSE42088_UNINF_VS_LEISHMANIA_INF_DC_2H_DN (62)
GSE45365_HEALTHY_VS_MCMV_INFECTION_CD11B_DC_UP (40)

GSE29617_CTRL_VS_DAY3_TIV_FLU_VACCINE_PBMC_2008_UP (32)
GSE21546_UNSTIM_VS_ANTI_CD3_STIM_DP_THYMOCYTES_DN (48)

GSE9650_EFFECTOR_VS_MEMORY_CD8_TCELL_DN (34)
GSE34156_NOD2_LIGAND_VS_TLR1_TLR2_LIGAND_24H_TREATED_MONOCYTE_DN (46)

GSE6674_UNSTIM_VS_ANTI_IGM_AND_CPG_STIM_BCELL_DN (48)
GSE43863_TH1_VS_LY6C_INT_CXCR5POS_MEMORY_CD4_TCELL_UP (47)

GSE24142_ADULT_VS_FETAL_EARLY_THYMIC_PROGENITOR_DN (44)
GSE5589_WT_VS_IL10_KO_LPS_AND_IL10_STIM_MACROPHAGE_45MIN_UP (30)

GSE24634_IL4_VS_CTRL_TREATED_NAIVE_CD4_TCELL_DAY5_UP (21)
GSE3982_MAST_CELL_VS_NKCELL_UP (38)
GSE45365_NK_CELL_VS_CD8A_DC_UP (34)

GSE557_WT_VS_CIITA_KO_DC_DN (33)
GSE22935_24H_VS_48H_MBOVIS_BCG_STIM_MACROPHAGE_UP (27)

GSE3039_NKT_CELL_VS_B2_BCELL_UP (31)
GSE21670_UNTREATED_VS_TGFB_TREATED_CD4_TCELL_DN (21)

GSE17721_LPS_VS_PAM3CSK4_12H_BMDC_UP (33)
GSE5679_RARA_AGONIST_AM580_VS_AM580_AND_ROSIGLITAZONE_TREATED_DC_UP (39)

GSE34156_UNTREATED_VS_6H_TLR1_TLR2_LIGAND_TREATED_MONOCYTE_UP (24)
GSE20152_SPHK1_KO_VS_HTNFA_OVEREXPRESS_ANKLE_UP (32)
GSE43955_1H_VS_60H_ACT_CD4_TCELL_WITH_TGFB_IL6_DN (25)

GSE32128_INOS_DEPENDENT_VS_INOS_INDEPENDENT_ACTIVATED_TCELL_UP (38)
GSE2826_WT_VS_BTK_KO_BCELL_DN (27)

GSE40666_UNTREATED_VS_IFNA_STIM_STAT4_KO_EFFECTOR_CD8_TCELL_90MIN_UP (35)
GSE2770_TGFB_AND_IL4_ACT_VS_ACT_CD4_TCELL_48H_UP (42)

GSE19198_CTRL_VS_IL21_TREATED_TCELL_6H_DN (27)
GSE8921_UNSTIM_VS_TLR1_2_STIM_MONOCYTE_24H_DN (43)

GSE32986_UNSTIM_VS_GMCSF_AND_CURDLAN_HIGHDOSE_STIM_DC_UP (25)
GSE24634_IL4_VS_CTRL_TREATED_NAIVE_CD4_TCELL_DAY7_UP (29)

GSE17721_LPS_VS_GARDIQUIMOD_12H_BMDC_UP (32)
GSE24726_WT_VS_E2_2_KO_PDC_DAY4_POST_DELETION_UP (35)

GSE22886_NAIVE_BCELL_VS_DC_DN (39)
GSE30962_PRIMARY_VS_SECONDARY_ACUTE_LCMV_INF_CD8_TCELL_DN (29)

GSE22935_UNSTIM_VS_24H_MBOVIS_BCG_STIM_MYD88_KO_MACROPHAGE_UP (31)
GSE22886_NAIVE_CD4_TCELL_VS_MONOCYTE_DN (28)

GSE3920_UNTREATED_VS_IFNA_TREATED_ENDOTHELIAL_CELL_UP (36)
GSE26488_WT_VS_HDAC7_DELTAP_TG_OT2_THYMOCYTE_WITH_PEPTIDE_INJECTION_UP (30)

GSE21927_SPLEEN_VS_BONE_MARROW_MONOCYTE_BALBC_UP (25)
GSE8921_UNSTIM_0H_VS_TLR1_2_STIM_MONOCYTE_6H_DN (27)

GSE5589_LPS_VS_LPS_AND_IL6_STIM_IL6_KO_MACROPHAGE_45MIN_UP (27)
GSE22935_WT_VS_MYD88_KO_MACROPHAGE_UP (36)

GSE16385_ROSIGLITAZONE_IL4_VS_IL4_ALONE_STIM_MACROPHAGE_12H_DN (32)
GSE27786_NKCELL_VS_NKTCELL_UP (38)

GSE17186_BLOOD_VS_CORD_BLOOD_CD21LOW_TRANSITIONAL_BCELL_DN (43)
GSE22196_HEALTHY_VS_OBESE_MOUSE_SKIN_GAMMADELTA_TCELL_DN (43)

GSE411_UNSTIM_VS_100MIN_IL6_STIM_SOCS3_KO_MACROPHAGE_DN (29)
GSE5960_TH1_VS_ANERGIC_TH1_DN (47)

GSE20727_ROS_INH_VS_ROS_INH_AND_DNFB_ALLERGEN_TREATED_DC_UP (41)
GSE42088_UNINF_VS_LEISHMANIA_INF_DC_24H_DN (27)
GSE13306_TREG_VS_TCONV_LAMINA_PROPRIA_UP (30)

GSE27786_NKTCELL_VS_NEUTROPHIL_DN (31)
GSE43955_10H_VS_30H_ACT_CD4_TCELL_UP (23)

GSE21063_CTRL_VS_ANTI_IGM_STIM_BCELL_NFATC1_KO_3H_UP (43)
GSE3982_EOSINOPHIL_VS_NKCELL_UP (30)

GSE22886_DAY0_VS_DAY1_MONOCYTE_IN_CULTURE_DN (46)
GSE7568_IL4_VS_IL4_AND_TGFB_TREATED_MACROPHAGE_24H_UP (29)

GSE18893_TCONV_VS_TREG_2H_CULTURE_DN (42)
GSE12392_WT_VS_IFNAR_KO_CD8A_NEG_SPLEEN_DC_UP (27)

GSE7831_CPG_VS_INFLUENZA_STIM_PDC_1H_DN (30)
GSE3982_EOSINOPHIL_VS_EFF_MEMORY_CD4_TCELL_UP (31)

GSE15735_CTRL_VS_HDAC_INHIBITOR_TREATED_CD4_TCELL_12H_DN (30)
GSE17721_0.5H_VS_24H_PAM3CSK4_BMDC_DN (36)

GSE339_CD4POS_VS_CD8POS_DC_DN (50)
GSE3982_MAC_VS_TH1_UP (28)

GSE2770_IL12_ACT_VS_ACT_CD4_TCELL_48H_UP (32)
GSE13411_NAIVE_VS_IGM_MEMORY_BCELL_DN (54)

GSE19198_CTRL_VS_IL21_TREATED_TCELL_1H_DN (27)
GSE35685_CD34POS_CD10NEG_CD62LPOS_VS_CD34POS_CD10POS_BONE_MARROW_UP (29)

GSE21670_STAT3_KO_VS_WT_CD4_TCELL_IL6_TREATED_UP (41)
GSE21670_TGFB_VS_TGFB_AND_IL6_TREATED_CD4_TCELL_UP (21)

GSE18893_CTRL_VS_TNF_TREATED_TREG_2H_DN (27)
GSE18893_CTRL_VS_TNF_TREATED_TCONV_2H_UP (45)

GSE7852_TREG_VS_TCONV_UP (30)
GSE34156_TLR1_TLR2_LIGAND_VS_NOD2_AND_TLR1_TLR2_LIGAND_24H_TREATED_MONOCYTE_UP (25)

GSE29618_BCELL_VS_MDC_DN (57)
GSE45365_HEALTHY_VS_MCMV_INFECTION_CD11B_DC_DN (22)

GSE41176_WT_VS_TAK1_KO_ANTI_IGM_STIM_BCELL_24H_UP (46)
GSE39556_CD8A_DC_VS_NK_CELL_UP (43)

GSE35685_CD34POS_CD10NEG_CD62LPOS_VS_CD34POS_CD10POS_BONE_MARROW_DN (49)
GSE11057_CD4_EFF_MEM_VS_PBMC_DN (41)
GSE27786_LIN_NEG_VS_MONO_MAC_DN (36)

GSE35825_UNTREATED_VS_IFNG_STIM_MACROPHAGE_UP (34)
GSE27786_BCELL_VS_MONO_MAC_DN (28)

GSE15330_MEGAKARYOCYTE_ERYTHROID_VS_GRANULOCYTE_MONOCYTE_PROGENITOR_IKAROS_KO_DN (44)
GSE6259_FLT3L_INDUCED_33D1_POS_DC_VS_CD4_TCELL_UP (20)

GSE24634_IL4_VS_CTRL_TREATED_NAIVE_CD4_TCELL_DAY7_DN (31)
GSE17721_0.5H_VS_8H_GARDIQUIMOD_BMDC_DN (44)
GSE24142_DN2_VS_DN3_THYMOCYTE_ADULT_UP (18)

GSE17186_NAIVE_VS_CD21HIGH_TRANSITIONAL_BCELL_DN (42)
GSE27786_CD8_TCELL_VS_MONO_MAC_DN (30)

GSE5463_CTRL_VS_DEXAMETHASONE_TREATED_THYMOCYTE_UP (30)
GSE16697_CD4_TCELL_VS_TFH_CD4_TCELL_UP (30)

GSE27786_CD4_TCELL_VS_NEUTROPHIL_DN (31)
GSE18804_SPLEEN_MACROPHAGE_VS_COLON_TUMORAL_MACROPHAGE_DN (27)

GSE9988_ANTI_TREM1_VS_CTRL_TREATED_MONOCYTES_UP (23)
GSE21670_STAT3_KO_VS_WT_CD4_TCELL_IL6_TREATED_DN (23)

GSE26669_CD4_VS_CD8_TCELL_IN_MLR_COSTIM_BLOCK_UP (21)
GSE3982_BASOPHIL_VS_EFF_MEMORY_CD4_TCELL_UP (36)

GSE17721_CPG_VS_GARDIQUIMOD_24H_BMDC_DN (37)
GSE17322_CD103_POS_VS_CD11B_HIGH_LUNG_DC_UP (45)

GSE34156_NOD2_LIGAND_VS_TLR1_TLR2_LIGAND_6H_TREATED_MONOCYTE_DN (24)
GSE3982_EOSINOPHIL_VS_NEUTROPHIL_DN (32)

GSE29618_BCELL_VS_MONOCYTE_DN (46)
GSE10325_LUPUS_CD4_TCELL_VS_LUPUS_MYELOID_DN (38)

GSE17721_CTRL_VS_GARDIQUIMOD_4H_BMDC_DN (28)
GSE22886_NAIVE_CD8_TCELL_VS_DC_DN (50)

GSE3982_MAST_CELL_VS_TH2_UP (31)
GSE26928_NAIVE_VS_CXCR5_POS_CD4_TCELL_DN (34)

GSE22886_NAIVE_TCELL_VS_MONOCYTE_DN (31)
GSE24634_TREG_VS_TCONV_POST_DAY3_IL4_CONVERSION_DN (32)

GSE8921_UNSTIM_VS_TLR1_2_STIM_MONOCYTE_3H_DN (40)
GSE36888_UNTREATED_VS_IL2_TREATED_STAT5_AB_KNOCKIN_TCELL_2H_UP (33)

GSE9988_ANTI_TREM1_VS_VEHICLE_TREATED_MONOCYTES_UP (29)
GSE24574_BCL6_LOW_TFH_VS_TCONV_CD4_TCELL_DN (53)

GSE12392_CD8A_POS_VS_NEG_SPLEEN_DC_UP (49)
GSE5679_PPARG_LIGAND_ROSIGLITAZONE_VS_ROSIGLITAZONE_AND_RARA_AGONIST_AM580_TREATED_DC_UP (43)

GSE28726_NAIVE_VS_ACTIVATED_CD4_TCELL_DN (49)
GSE11057_NAIVE_CD4_VS_PBMC_CD4_TCELL_DN (45)

GSE42088_UNINF_VS_LEISHMANIA_INF_DC_4H_UP (45)
GSE22886_NAIVE_TCELL_VS_DC_DN (57)

GSE22886_NAIVE_CD4_TCELL_VS_DC_DN (60)
GSE32986_UNSTIM_VS_CURDLAN_LOWDOSE_STIM_DC_DN (44)

GSE12845_IGD_POS_VS_NEG_BLOOD_BCELL_DN (62)
GSE32986_GMCSF_VS_GMCSF_AND_CURDLAN_LOWDOSE_STIM_DC_UP (41)
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KEGG_PROTEIN_EXPORT ( 6)
KEGG_CITRATE_CYCLE_TCA_CYCLE (16)

KEGG_AMINOACYL_TRNA_BIOSYNTHESIS (16)
KEGG_RNA_DEGRADATION (26)

KEGG_PARKINSONS_DISEASE (37)
KEGG_RNA_POLYMERASE (13)

KEGG_OXIDATIVE_PHOSPHORYLATION (33)
KEGG_BASE_EXCISION_REPAIR (14)

KEGG_BASAL_TRANSCRIPTION_FACTORS (13)
KEGG_MISMATCH_REPAIR (15)

KEGG_VALINE_LEUCINE_AND_ISOLEUCINE_DEGRADATION (18)
KEGG_DNA_REPLICATION (24)

KEGG_RIBOSOME (57)
KEGG_SPLICEOSOME (82)

KEGG_COMPLEMENT_AND_COAGULATION_CASCADES (13)
KEGG_VASOPRESSIN_REGULATED_WATER_REABSORPTION (15)

KEGG_CYSTEINE_AND_METHIONINE_METABOLISM (11)
KEGG_FRUCTOSE_AND_MANNOSE_METABOLISM (13)

KEGG_PENTOSE_PHOSPHATE_PATHWAY (14)
KEGG_ADIPOCYTOKINE_SIGNALING_PATHWAY (11)

KEGG_CALCIUM_SIGNALING_PATHWAY (24)
KEGG_ADHERENS_JUNCTION (22)

KEGG_UBIQUITIN_MEDIATED_PROTEOLYSIS (32)
KEGG_PRION_DISEASES (12)

KEGG_PATHOGENIC_ESCHERICHIA_COLI_INFECTION (26)
KEGG_PROTEASOME (27)

KEGG_OOCYTE_MEIOSIS (24)
KEGG_LEUKOCYTE_TRANSENDOTHELIAL_MIGRATION (33)

KEGG_AMINO_SUGAR_AND_NUCLEOTIDE_SUGAR_METABOLISM (23)
KEGG_VIBRIO_CHOLERAE_INFECTION (18)

KEGG_LONG_TERM_POTENTIATION (26)
KEGG_GLUTATHIONE_METABOLISM (19)

KEGG_AMYOTROPHIC_LATERAL_SCLEROSIS_ALS (13)
KEGG_TIGHT_JUNCTION (33)

KEGG_WNT_SIGNALING_PATHWAY (30)
KEGG_VASCULAR_SMOOTH_MUSCLE_CONTRACTION (29)

KEGG_VEGF_SIGNALING_PATHWAY (23)
KEGG_AXON_GUIDANCE (22)

KEGG_PROGESTERONE_MEDIATED_OOCYTE_MATURATION (21)
KEGG_GAP_JUNCTION (29)

KEGG_GNRH_SIGNALING_PATHWAY (30)
KEGG_FOCAL_ADHESION (57)

KEGG_PHOSPHATIDYLINOSITOL_SIGNALING_SYSTEM (23)
KEGG_INOSITOL_PHOSPHATE_METABOLISM (20)

KEGG_ENDOMETRIAL_CANCER (20)
KEGG_RENAL_CELL_CARCINOMA (25)

KEGG_TOLL_LIKE_RECEPTOR_SIGNALING_PATHWAY (25)
KEGG_FC_GAMMA_R_MEDIATED_PHAGOCYTOSIS (36)

KEGG_EPITHELIAL_CELL_SIGNALING_IN_HELICOBACTER_PYLORI_INFECTION (23)
KEGG_FC_EPSILON_RI_SIGNALING_PATHWAY (29)

KEGG_ERBB_SIGNALING_PATHWAY (30)
KEGG_NEUROTROPHIN_SIGNALING_PATHWAY (40)

KEGG_CHEMOKINE_SIGNALING_PATHWAY (39)
KEGG_PATHWAYS_IN_CANCER (53)

KEGG_REGULATION_OF_ACTIN_CYTOSKELETON (65)
KEGG_INSULIN_SIGNALING_PATHWAY (49)

KEGG_MAPK_SIGNALING_PATHWAY (47)
KEGG_ENDOCYTOSIS (64)
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MYC_UP.V1_UP (31)
E2F1_UP.V1_UP (41)

ESC_J1_UP_LATE.V1_DN (22)
PRC2_EZH2_UP.V1_UP (13)

EGFR_UP.V1_UP (23)
CRX_NRL_DN.V1_DN (17)

RB_DN.V1_DN (14)
MYC_UP.V1_DN (14)

TBK1.DF_UP (45)
STK33_NOMO_UP (30)
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GO_AMINOGLYCAN_CATABOLIC_PROCESS ( 12)
GO_BLASTOCYST_DEVELOPMENT ( 11)

GO_BRANCHED_CHAIN_AMINO_ACID_METABOLIC_PROCESS ( 11)
GO_MEMBRANE_LIPID_BIOSYNTHETIC_PROCESS (  9)

GO_MAINTENANCE_OF_CELL_NUMBER ( 20)
GO_OSTEOBLAST_DIFFERENTIATION ( 14)

GO_REGULATION_OF_DNA_RECOMBINATION ( 13)
GO_NEGATIVE_REGULATION_OF_TRANSCRIPTION_FROM_RNA_POLYMERASE_II_PROMOTER ( 75)

GO_NEGATIVE_REGULATION_OF_CHROMOSOME_ORGANIZATION ( 32)
GO_NUCLEOTIDE_EXCISION_REPAIR_DNA_GAP_FILLING ( 14)

GO_DOUBLE_STRAND_BREAK_REPAIR ( 32)
GO_DNA_CONFORMATION_CHANGE ( 46)

GO_PROTEIN_DNA_COMPLEX_SUBUNIT_ORGANIZATION ( 44)
GO_MACROMOLECULE_METHYLATION ( 43)

GO_NEGATIVE_REGULATION_OF_DNA_METABOLIC_PROCESS ( 33)
GO_REGULATION_OF_GENE_EXPRESSION_EPIGENETIC ( 46)

GO_REGULATION_OF_DNA_TEMPLATED_TRANSCRIPTION_ELONGATION ( 16)
GO_RNA_METHYLATION ( 20)

GO_MATURATION_OF_5_8S_RRNA ( 14)
GO_GENE_SILENCING ( 47)

GO_DNA_REPLICATION ( 51)
GO_RNA_PHOSPHODIESTER_BOND_HYDROLYSIS ( 41)

GO_DNA_DEPENDENT_DNA_REPLICATION ( 36)
GO_RNA_MODIFICATION ( 36)

GO_NUCLEIC_ACID_PHOSPHODIESTER_BOND_HYDROLYSIS ( 70)
GO_CELLULAR_MACROMOLECULAR_COMPLEX_ASSEMBLY (130)

GO_DNA_METABOLIC_PROCESS (148)
GO_DNA_TEMPLATED_TRANSCRIPTION_INITIATION ( 43)

GO_DNA_TEMPLATED_TRANSCRIPTION_ELONGATION ( 31)
GO_REGULATION_OF_RNA_SPLICING ( 36)

GO_RNA_SECONDARY_STRUCTURE_UNWINDING ( 19)
GO_DNA_RECOMBINATION ( 50)

GO_CELLULAR_RESPIRATION ( 60)
GO_CHROMATIN_REMODELING ( 41)

GO_ELECTRON_TRANSPORT_CHAIN ( 49)
GO_MITOCHONDRIAL_RESPIRATORY_CHAIN_COMPLEX_ASSEMBLY ( 38)

GO_REGULATION_OF_MRNA_METABOLIC_PROCESS ( 55)
GO_CHROMATIN_ORGANIZATION (118)

GO_PROTEIN_SUMOYLATION ( 58)
GO_PEPTIDYL_LYSINE_MODIFICATION ( 84)

GO_MITOCHONDRION_ORGANIZATION (121)
GO_MULTI_ORGANISM_METABOLIC_PROCESS ( 84)

GO_RNA_LOCALIZATION ( 83)
GO_AMIDE_BIOSYNTHETIC_PROCESS (161)

GO_DNA_TEMPLATED_TRANSCRIPTION_TERMINATION ( 48)
GO_RIBONUCLEOPROTEIN_COMPLEX_LOCALIZATION ( 66)

GO_RNA_3_END_PROCESSING ( 52)
GO_TRANSCRIPTION_FROM_RNA_POLYMERASE_II_PROMOTER (130)

GO_MITOCHONDRIAL_TRANSLATION ( 63)
GO_RNA_SPLICING_VIA_TRANSESTERIFICATION_REACTIONS (142)

GO_RRNA_METABOLIC_PROCESS (140)
GO_RIBOSOME_BIOGENESIS (161)

GO_NCRNA_PROCESSING (179)
GO_NCRNA_METABOLIC_PROCESS (220)

GO_RIBONUCLEOPROTEIN_COMPLEX_BIOGENESIS (206)
GO_MRNA_PROCESSING (203)

GO_REGULATION_OF_PHOSPHOPROTEIN_PHOSPHATASE_ACTIVITY ( 16)
GO_EXECUTION_PHASE_OF_APOPTOSIS ( 15)

GO_N_TERMINAL_PROTEIN_AMINO_ACID_MODIFICATION (  8)
GO_POSITIVE_REGULATION_OF_MITOCHONDRIAL_OUTER_MEMBRANE_PERMEABILIZATION_INVOLVED_IN_APOPTOTIC_SIGNALING_PATHWAY (  8)

GO_RESPONSE_TO_CADMIUM_ION ( 15)
GO_MYELOID_LEUKOCYTE_MEDIATED_IMMUNITY ( 12)

GO_REGULATION_OF_TOR_SIGNALING ( 17)
GO_EXTRACELLULAR_STRUCTURE_ORGANIZATION ( 44)

GO_CYTOKINESIS ( 23)
GO_FATTY_ACID_DERIVATIVE_METABOLIC_PROCESS ( 17)

GO_RESPONSE_TO_ENDOPLASMIC_RETICULUM_STRESS ( 46)
GO_MESODERM_MORPHOGENESIS (  9)

GO_CELL_CYCLE_G2_M_PHASE_TRANSITION ( 23)
GO_PROTEIN_FOLDING ( 72)

GO_POSITIVE_REGULATION_OF_LIPASE_ACTIVITY ( 11)
GO_NUCLEOSIDE_TRIPHOSPHATE_BIOSYNTHETIC_PROCESS (  8)

GO_SULFUR_AMINO_ACID_METABOLIC_PROCESS ( 17)
GO_RESPONSE_TO_AMINE ( 11)

GO_CARBOHYDRATE_TRANSPORT ( 14)
GO_RESPONSE_TO_OSMOTIC_STRESS ( 18)
GO_MYELOID_LEUKOCYTE_MIGRATION ( 10)

GO_RESPONSE_TO_INORGANIC_SUBSTANCE ( 76)
GO_NUCLEOTIDE_SUGAR_BIOSYNTHETIC_PROCESS ( 12)

GO_REGULATION_OF_MEMBRANE_POTENTIAL ( 31)
GO_ORGANIC_HYDROXY_COMPOUND_METABOLIC_PROCESS ( 64)

GO_REGULATION_OF_NUCLEOTIDE_METABOLIC_PROCESS ( 22)
GO_VASCULATURE_DEVELOPMENT ( 39)

GO_NUCLEOBASE_CONTAINING_SMALL_MOLECULE_METABOLIC_PROCESS ( 92)
GO_REGULATION_OF_LIPID_TRANSPORT ( 10)

GO_REGULATION_OF_ERBB_SIGNALING_PATHWAY ( 23)
GO_SINGLE_ORGANISM_CATABOLIC_PROCESS (138)
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GO_NON_CANONICAL_WNT_SIGNALING_PATHWAY ( 49)
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GO_POSITIVE_REGULATION_OF_INTRACELLULAR_SIGNAL_TRANSDUCTION (113)

GO_ACTIVATION_OF_PROTEIN_KINASE_ACTIVITY ( 48)
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GO_ENDOCYTOSIS (131)
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