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PF−477736 (p.adj=1.8e−14)
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DDR, CHEK1
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V
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y

Spebrutinib (p.adj=7.2e−12)
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1

BCR, BTK
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V
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AZD7762 (p.adj=9.7e−12)
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concentration
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0

1

DDR, CHEK1/2

0.6

0.7

0.8

0.9

1.0
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mutation status

V
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y

Midostaurin (p.adj=2.9e−11)

0.25

0.50

0.75

1.00

1.25

0.01 0.10 1.00 10.00
concentration

V
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0

1

NA, NA



0.5

0.6

0.7

0.8

0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y
Ibrutinib (p.adj=2.3e−10)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

BCR, BTK

0.6

0.8

1.0

0 1
mutation status

V
ia

bi
lit

y

Dasatinib (p.adj=7.4e−10)

0.5

1.0

1.5

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

ABL (BCR), ABL1

0.6

0.8

1.0

1.2

0 1
mutation status

V
ia

bi
lit

y

ONO−4059 (p.adj=5.4e−09)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

BCR, BTK

0.7

0.9

1.1

1.3

0 1
mutation status

V
ia

bi
lit

y

Ponatinib (p.adj=8.8e−09)

0.4

0.8

1.2

1.6

0.01 0.10 1.00 10.00
concentration

V
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bi
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0

1

ABL (BCR), ABL1



0.6

0.8

1.0

0 1
mutation status

V
ia

bi
lit

y
Duvelisib (p.adj=1e−08)

0.25

0.50

0.75

1.00

1.25

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

PI3K/AKT/mTOR, PI3K

0.7

0.8

0.9

1.0

0 1
mutation status

V
ia

bi
lit

y

CCT251545 (p.adj=2.2e−08)

0.25

0.50

0.75

1.00

1.25

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

Wnt, CDK8/19

0.6

0.7

0.8

0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y

Cobimetinib (p.adj=4.7e−08)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

MAPK, MEK1

0.6

0.8

1.0

0 1
mutation status

V
ia

bi
lit

y

GDC−0032 (p.adj=4.7e−08)

0.25

0.50

0.75

1.00

1.25

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

PI3K/AKT/mTOR, PI3K



0.6

0.8

1.0

1.2

0 1
mutation status

V
ia

bi
lit

y
Onalespib (p.adj=2e−07)

0.5

1.0

1.5

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

Stress response, HSP90

0.7

0.8

0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y

MK−8776 (p.adj=7.5e−07)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

DDR, CHEK1

0.5

0.7

0.9

1.1

0 1
mutation status

V
ia

bi
lit

y

Lestaurtinib (p.adj=2.4e−06)

0.0

0.5

1.0

1.5

2.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

FLT3, FLT3

0.7

0.8

0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y

PD173955 (p.adj=3.8e−06)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

ABL (BCR), BCR/ABL



0.6

0.8

1.0

0 1
mutation status

V
ia

bi
lit

y
Selumetinib (p.adj=4.4e−06)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

MAPK, MEK/ERK

0.6

0.8

1.0

1.2

0 1
mutation status

V
ia

bi
lit

y

KU−0060648 (p.adj=6.6e−06)

0.0

0.5

1.0

1.5

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

PI3K/AKT/mTOR, PI3K

0.6

0.8

1.0

1.2

0 1
mutation status

V
ia

bi
lit

y

PRT062607 (p.adj=7e−06)

0.5

1.0

1.5

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

BCR, SYK

0.7

0.8

0.9

1.0

1.1

1.2

0 1
mutation status

V
ia

bi
lit

y

Sunitinib (p.adj=8.8e−06)

0.25

0.50

0.75

1.00

1.25

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

VEGFR, RTK



0.7

0.8

0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y
R406 (p.adj=1.6e−05)

0.25

0.50

0.75

1.00

1.25

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

BCR, SYK

0.7

0.8

0.9

1.0

0 1
mutation status

V
ia

bi
lit

y

PI−103 (p.adj=2.1e−05)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

PI3K/AKT/mTOR, PI3K

0.8

0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y

Sotrastaurin (p.adj=2.2e−05)

0.25

0.50

0.75

1.00

1.25

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

PKC, PKC

0.8

0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y

BEZ235 (p.adj=2.2e−05)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

PI3K/AKT/mTOR, PI3K/MTOR



0.8

0.9

1.0

0 1
mutation status

V
ia

bi
lit

y
BX−795 (p.adj=2.3e−05)

0.25

0.50

0.75

1.00

1.25

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

PI3K/AKT/mTOR, PDPK1

0.6

0.8

1.0

1.2

1.4

0 1
mutation status

V
ia

bi
lit

y

Luminespib (p.adj=2.7e−05)

0.5

1.0

1.5

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

Stress response, HSP90

0.6

0.7

0.8

0.9

1.0

0 1
mutation status

V
ia

bi
lit

y

Prednisolone (p.adj=2.7e−05)

0.3

0.6

0.9

1.2

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

Corticosteroid, Corticosteroid

0.8

0.9

1.0

0 1
mutation status

V
ia

bi
lit

y

PD173074 (p.adj=2.9e−05)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

FGFR, FGFR1



0.4

0.6

0.8

1.0

0 1
mutation status

V
ia

bi
lit

y
Trametinib (p.adj=4e−05)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

MAPK, MEK1/2

0.7

0.8

0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y

TAE684 (p.adj=4.6e−05)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

ALK, ALK

0.7

0.8

0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y

KW 2449 (p.adj=4.7e−05)

0.0

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

FLT3, FLT3

0.7

0.9

1.1

1.3

0 1
mutation status

V
ia

bi
lit

y

MK−1775 (p.adj=5.7e−05)

0.5

1.0

1.5

2.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

Cell cycle, WEE1



0.6

0.8

1.0

0 1
mutation status

V
ia

bi
lit

y
IKK−16 (p.adj=7.6e−05)

0.0

0.5

1.0

1.5

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

TNF/NFKB, IKK

0.6

0.8

1.0

0 1
mutation status

V
ia

bi
lit

y

RN486 (p.adj=7.9e−05)

0.4

0.8

1.2

1.6

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

BCR, BTK

0.6

0.8

1.0

1.2

0 1
mutation status

V
ia

bi
lit

y

Thapsigargin (p.adj=8.3e−05)

0.5

1.0

1.5

2.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

Calcium signaling, ATP2A
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0.8

0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y

BX−912 (p.adj=0.00016)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

PI3K/AKT/mTOR, PDPK1



0.8

1.0

1.2

0 1
mutation status

V
ia

bi
lit

y
AZ191 (p.adj=0.00018)

0.5

1.0

1.5

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

Cell cycle, DYRK1B

0.8

0.9

1.0

0 1
mutation status

V
ia

bi
lit

y

SGI−1776 (p.adj=0.00021)

0.0

0.3

0.6

0.9

1.2

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

JAK/STAT, PIM1

0.80

0.85

0.90

0.95

1.00

0 1
mutation status

V
ia

bi
lit

y

Fingolimod (p.adj=0.00022)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

S1P, S1PR5

0.5

0.6

0.7

0.8

0.9

0 1
mutation status

V
ia

bi
lit

y

Omipalisib (p.adj=0.00024)

0.3

0.6

0.9

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

PI3K/AKT/mTOR, PI3K/MTOR



0.4

0.6

0.8

1.0

0 1
mutation status

V
ia

bi
lit

y
Dexamethasone (p.adj=0.00028)

0.3

0.6

0.9

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

Corticosteroid, Corticosteroid

0.7

0.8

0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y

Ruxolitinib (p.adj=0.00041)

0.50

0.75

1.00

1.25

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

JAK/STAT, JAK1/2

0.6

0.7

0.8

0.9

1.0

0 1
mutation status

V
ia

bi
lit

y

TG101209 (p.adj=0.00041)

0.00

0.25

0.50

0.75

1.00

1.25

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

JAK/STAT, JAK2

0.6

0.8

1.0

0 1
mutation status

V
ia

bi
lit

y

Pictilisib (p.adj=0.00042)

0.5

1.0

1.5

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

PI3K/AKT/mTOR, PI3K



0.7

0.8

0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y
R428 (p.adj=0.00042)

0.0

0.5

1.0

1.5

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

TAM, AXL

0.7

0.8

0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y

PKI−402 (p.adj=0.00064)

0.5

1.0

1.5

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

PI3K/AKT/mTOR, PI3K/MTOR

0.5

0.7

0.9

1.1

1.3

0 1
mutation status

V
ia

bi
lit

y

PD0325901 (p.adj=0.0011)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

MAPK, MEK1/2

0.8

0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y

Saracatinib (p.adj=0.0011)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

BCR, SRC



0.8

0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y
Tozasertib (p.adj=0.0011)

0.4

0.8

1.2

1.6

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

Cell cycle, AURKA/B

0.8

0.9

1.0

0 1
mutation status

V
ia

bi
lit

y

AZD6738 (p.adj=0.0013)

0.3

0.6

0.9

1.2

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

DDR, ATR

0.9

1.0

0 1
mutation status

V
ia

bi
lit

y

Imatinib (p.adj=0.0013)

0.50

0.75

1.00

1.25

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

ABL (BCR), BCR/ABL

0.5

0.6

0.7

0.8

0 1
mutation status

V
ia

bi
lit

y

Mitoxantrone (p.adj=0.0014)

0.0

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

Chemotherapy, DNA



0.8

0.9

1.0

0 1
mutation status

V
ia

bi
lit

y
Staurosporine (p.adj=0.0014)

0.4

0.8

1.2

1.6

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

PKC, PKC

0.8

0.9

1.0

1.1

1.2

0 1
mutation status

V
ia

bi
lit

y

GSK461364 (p.adj=0.0015)

0.0

0.4

0.8

1.2

1.6

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

PLK, PLK1

0.6

0.7

0.8

0.9

1.0

0 1
mutation status

V
ia

bi
lit

y

AZD8055 (p.adj=0.0015)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

PI3K/AKT/mTOR, MTOR

0.7

0.8

0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y

AZD1480 (p.adj=0.0023)

0.4

0.8

1.2

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

JAK/STAT, JAK1/2



0.75

0.85

0.95

1.05

1.15

0 1
mutation status

V
ia

bi
lit

y
TGX−221 (p.adj=0.0023)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

PI3K/AKT/mTOR, PI3K

0.6

0.7

0.8

0.9

0 1
mutation status

V
ia

bi
lit

y

Mitomycin C (p.adj=0.0024)

0.0

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

Chemotherapy, DNA

0.4

0.6

0.8

1.0

1.2

0 1
mutation status

V
ia

bi
lit

y

JIB04 (p.adj=0.0036)

0.4

0.8

1.2

1.6

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

Histone demethylase, JMJD

0.6

0.8

1.0

0 1
mutation status

V
ia

bi
lit

y

Bosutinib (p.adj=0.0036)

0.4

0.8

1.2

1.6

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

ABL (BCR), ABL1



0.70

0.75

0.80

0.85

0.90

0 1
mutation status

V
ia

bi
lit

y
CTA056 (p.adj=0.0037)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

ITK, ITK

0.6

0.8

1.0

0 1
mutation status

V
ia

bi
lit

y

BAY 61−3606 (p.adj=0.0038)

0.00

0.25

0.50

0.75

1.00

1.25

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

BCR, SYK

0.4

0.6

0.8

1.0

1.2

0 1
mutation status

V
ia

bi
lit

y

Idelalisib (p.adj=0.0038)

0.5

1.0

1.5

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

PI3K/AKT/mTOR, PI3K

0.6

0.8

1.0

0 1
mutation status

V
ia

bi
lit

y

17−AAG (p.adj=0.0039)

0.4

0.8

1.2

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

Stress response, HSP90



0.8

0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y
Nintedanib (p.adj=0.004)

0.5

1.0

1.5

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

Angiogenesis, VEGFR/FGFR/PDGFR

0.8

0.9

1.0

0 1
mutation status

V
ia

bi
lit

y

LGK−974 (p.adj=0.0041)

0.50

0.75

1.00

1.25

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

Wnt, PORCN
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y

GDC−0879 (p.adj=0.0043)
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1

MAPK, BRAF

0.8

0.9

1.0

0 1
mutation status

V
ia

bi
lit

y

PKM2 Activator II (p.adj=0.0048)
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Metabolism, PKM
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V
ia

bi
lit

y
BMS−777607 (p.adj=0.0049)
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0

1

HGF, MET
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y

RAF265 (p.adj=0.0049)
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0

1

MAPK, BRAF

0.7

0.8
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1.0
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V
ia
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lit

y

Torkinib (p.adj=0.0052)
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concentration
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0

1

PI3K/AKT/mTOR, MTOR

0.80
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0 1
mutation status
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y

GSK2801 (p.adj=0.0052)
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Bromodomain, BAZ2



0.7

0.8

0.9

1.0

1.1

0 1
mutation status

V
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lit

y
PD318088 (p.adj=0.0056)

0.50

0.75

1.00

1.25
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concentration

V
ia
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0

1

MAPK, MEK1/2

0.8
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1.0

1.1
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V
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y

Vandetanib (p.adj=0.0073)
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Angiogenesis, VEGFR2
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V
ia
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y

SCH772984 (p.adj=0.0073)
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1

MAPK, ERK1/2
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1.2
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V
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y

Doramapimod (p.adj=0.008)
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0

1

MAPK, p38



0.7

0.8

0.9

1.0

1.1

0 1
mutation status

V
ia
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y
PF−573228 (p.adj=0.0081)

0.4

0.8
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concentration
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0

1

Cell adhesion, PTK2
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0.8

0.9
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mutation status

V
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bi
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y

Fedratinib (p.adj=0.0087)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia
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lit

y mut

0

1

JAK/STAT, JAK2

0.8

0.9

1.0

0 1
mutation status

V
ia

bi
lit

y

5−Nonyloxytryptamine (p.adj=0.0087)

0.25

0.50

0.75

1.00

1.25

0.01 0.10 1.00 10.00
concentration

V
ia
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y mut

0

1

Serotonin, HTR1B

0.4

0.6

0.8

0 1
mutation status

V
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y

Oligomycin A (p.adj=0.0093)
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0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
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0
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Metabolism, Mitochondria



0.7

0.8

0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y
Ruboxistaurin (p.adj=0.0093)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
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y mut

0

1

PKC, PRKCB

0.8

0.9

1.0

0 1
mutation status

V
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lit

y

Axitinib (p.adj=0.0095)

0.3

0.6
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concentration

V
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0
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Angiogenesis, VEGFR
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1.0

1.1

1.2

1.3

0 1
mutation status

V
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y

Dabrafenib (p.adj=0.012)

0.3

0.6

0.9

1.2

1.5

0.01 0.10 1.00 10.00
concentration
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1

MAPK, BRAF
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0.9

1.1

0 1
mutation status

V
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y

Obatoclax mesylate (p.adj=0.013)

0.5
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1.5

0.01 0.10 1.00 10.00
concentration
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0

1

NA, NA



0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y
Veliparib (p.adj=0.014)

0.4

0.6

0.8

1.0

1.2

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

DDR, PARP1/2

0.4

0.6

0.8

1.0

0 1
mutation status

V
ia

bi
lit

y

Wee1 Inhibitor (p.adj=0.016)

0.0

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit

y mut

0

1

Cell cycle, WEE1

0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y

Semagacestat (p.adj=0.018)

0.4

0.6

0.8

1.0

1.2

0.01 0.10 1.00 10.00
concentration

V
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lit

y mut

0

1

Notch, APP

0.3

0.4

0.5

0.6

0 1
mutation status

V
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lit

y

Carfilzomib (p.adj=0.018)

0.3

0.6

0.9

0.01 0.10 1.00 10.00
concentration

V
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lit

y mut

0

1

Proteasome, Proteasome



0.7

0.8

0.9

1.0

0 1
mutation status

V
ia

bi
lit

y
Ceritinib (p.adj=0.019)
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0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
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y mut

0

1

ALK, ALK

0.8

1.0

1.2

1.4

0 1
mutation status

V
ia

bi
lit

y

AZD1208 (p.adj=0.023)

0.5

1.0

1.5

0.01 0.10 1.00 10.00
concentration

V
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0

1

JAK/STAT, PIM1/2/3
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0.7

0.9

1.1

1.3
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mutation status

V
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y

Lenalidomide (p.adj=0.023)

0.5

1.0

1.5

0.01 0.10 1.00 10.00
concentration

V
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0

1

TNF/NFKB, TNF

0.8

0.9

1.0

1.1

0 1
mutation status

V
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lit

y

Wnt−C59 (p.adj=0.023)

0.6

0.8

1.0

1.2

0.01 0.10 1.00 10.00
concentration

V
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y mut

0

1

Wnt, PORCN



0.5

0.6

0.7

0.8

0.9

1.0

0 1
mutation status

V
ia

bi
lit

y
AZD6482 (p.adj=0.026)

0.3

0.6

0.9

1.2

0.01 0.10 1.00 10.00
concentration

V
ia

bi
lit
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0

1

PI3K/AKT/mTOR, PI3K

0.6

0.8

1.0

1.2

0 1
mutation status

V
ia

bi
lit

y

LY2228820 (p.adj=0.027)

0.5

1.0

1.5

0.01 0.10 1.00 10.00
concentration

V
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0

1

MAPK, p38

0.6

0.7

0.8

0.9

1.0

0 1
mutation status

V
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lit

y

PD184352 (p.adj=0.027)
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0.01 0.10 1.00 10.00
concentration
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0

1

MAPK, MEK1/2
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0.8

0.9

1.0

1.1
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mutation status

V
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y

BAG 956 (p.adj=0.027)
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concentration
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0
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PI3K/AKT/mTOR, PDPK1



0.6

0.8

1.0

1.2

0 1
mutation status

V
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lit

y
NVP−AEW541 (p.adj=0.027)

0.0

0.5

1.0

1.5

0.01 0.10 1.00 10.00
concentration

V
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0

1

IGF, IGF1R

0.6

0.7

0.8

0.9

1.0

0 1
mutation status

V
ia
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y

Vinorelbine (p.adj=0.029)
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0.50

0.75

1.00

1.25

0.01 0.10 1.00 10.00
concentration

V
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y mut

0

1

Chemotherapy, TUBB
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0.8

0.9

1.0

0 1
mutation status

V
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lit

y

MI−503 (p.adj=0.031)

0.5
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0.01 0.10 1.00 10.00
concentration
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0

1

Histone methyltransferase, MEN1

0.8

0.9

1.0

1.1
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mutation status

V
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y

LFM−A13 (p.adj=0.033)
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concentration
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0

1

BCR, BTK



0.6

0.7

0.8

0.9

1.0

1.1

0 1
mutation status

V
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lit

y
Brefeldin A (p.adj=0.034)

0.5

1.0
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concentration

V
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0

1

Protein transport, ARF1
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1.0

1.1
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mutation status

V
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y

ZSTK474 (p.adj=0.035)
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concentration

V
ia

bi
lit

y mut

0

1

PI3K/AKT/mTOR, PI3K

0.8

0.9

1.0

1.1

0 1
mutation status

V
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lit

y

JNK−IN−8 (p.adj=0.036)

0.5

1.0

0.01 0.10 1.00 10.00
concentration
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bi
lit
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0

1

MAPK, JNK

0.8

0.9

1.0

1.1

0 1
mutation status

V
ia
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y

Resveratrol (p.adj=0.038)

0.5
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0.01 0.10 1.00 10.00
concentration
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0
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Promiscuous, SIRT/PTGS/LOX



0.8

1.0

1.2

0 1
mutation status

V
ia
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lit

y
Canertinib (p.adj=0.039)
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1.0

1.5

0.01 0.10 1.00 10.00
concentration

V
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lit

y mut

0

1

EGFR, EGFR

0.9

1.0

1.1

0 1
mutation status

V
ia
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lit

y

BRD73954 (p.adj=0.041)

0.7

0.9

1.1

1.3

0.01 0.10 1.00 10.00
concentration

V
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y mut

0

1

Histone deacetylase, HDAC6/8

0.7

0.8

0.9

1.0

0 1
mutation status

V
ia
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lit

y

BI−2536 (p.adj=0.044)

0.0

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
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y mut

0

1

PLK, PLK1

0.7

0.8

0.9

1.0

0 1
mutation status

V
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y

Birinapant (p.adj=0.044)
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0.50
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0.01 0.10 1.00 10.00
concentration

V
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y mut

0
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Apoptosis, IAP



0.7

0.8

0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y
Orlistat (p.adj=0.045)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
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lit

y mut

0

1

Metabolism, Lipase

0.7

0.8

0.9

1.0

0 1
mutation status

V
ia

bi
lit

y

Verdinexor (p.adj=0.047)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
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y mut

0

1

Nuclear export, XPO1

0.8

0.9

1.0

1.1

0 1
mutation status

V
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lit

y

Hydroxychloroquine (p.adj=0.054)

0.5

0.7

0.9

1.1
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0.01 0.10 1.00 10.00
concentration

V
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NA, NA
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0.9

1.1

1.3
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mutation status

V
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y

Pomalidomide (p.adj=0.055)

0.4

0.8

1.2

1.6

0.01 0.10 1.00 10.00
concentration

V
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y mut

0
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TNF/NFKB, TNF



0.6

0.7

0.8

0.9

1.0

0 1
mutation status

V
ia

bi
lit

y
Palbociclib (p.adj=0.056)

0.0

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
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0

1

Cell cycle, CDK4/6

0.9

1.0

1.1

1.2

1.3

0 1
mutation status

V
ia
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lit

y

Erlotinib (p.adj=0.057)

1.0

1.5

2.0

0.01 0.10 1.00 10.00
concentration
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0

1

EGFR, EGFR
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0.9
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mutation status

V
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y

Cytarabine (p.adj=0.056)
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1.00
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concentration
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1

Chemotherapy, DNA
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0.9

1.0

1.1
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mutation status
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y

BS−181 (p.adj=0.056)
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concentration
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Cell cycle, CDK7



0.6

0.8

1.0

1.2

0 1
mutation status

V
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bi
lit

y
Temsirolimus (p.adj=0.057)

0.25

0.50

0.75

1.00

1.25

0.01 0.10 1.00 10.00
concentration

V
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0

1

PI3K/AKT/mTOR, MTOR

0.6

0.8

1.0

0 1
mutation status

V
ia

bi
lit

y

Everolimus (p.adj=0.06)

0.5

1.0

0.01 0.10 1.00 10.00
concentration

V
ia

bi
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y mut

0

1

PI3K/AKT/mTOR, MTOR

0.4

0.6

0.8

0 1
mutation status

V
ia
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lit

y

Elesclomol (p.adj=0.06)

0.25

0.50
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1.00

1.25

0.01 0.10 1.00 10.00
concentration

V
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0

1

Stress response, HSP70

0.8

0.9

1.0

1.1

0 1
mutation status
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lit

y

Docetaxel (p.adj=0.062)
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0.50
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1.00

1.25

0.01 0.10 1.00 10.00
concentration

V
ia
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0
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Chemotherapy, TUBB



0.9

1.0

1.1

0 1
mutation status

V
ia

bi
lit

y
GW2580 (p.adj=0.068)

0.7

0.8

0.9

1.0

1.1

1.2

0.01 0.10 1.00 10.00
concentration
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0

1

Chemokine receptor, CSF1R

0.7

0.8

0.9

1.0

0 1
mutation status

V
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y

Enzastaurin (p.adj=0.069)

0.25

0.50

0.75

1.00

1.25

0.01 0.10 1.00 10.00
concentration

V
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y mut

0

1

PKC, PRKCB

0.8

0.9

1.0

0 1
mutation status

V
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y

NOX1 Inhibitor (p.adj=0.069)

0.25

0.50

0.75

1.00

1.25

0.01 0.10 1.00 10.00
concentration

V
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0

1

Metabolism, NOX1

0.8

0.9

1.0

1.1

1.2

0 1
mutation status

V
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lit

y

OF−1 (p.adj=0.076)

0.5

1.0

0.01 0.10 1.00 10.00
concentration
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0

1

Bromodomain, BET



0.85

0.90

0.95

1.00

1.05
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mutation status
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y
MS436 (p.adj=0.078)
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0.50

0.75

1.00

0.01 0.10 1.00 10.00
concentration
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0

1

Bromodomain, BRD4

0.8

0.9

1.0

1.1

1.2

1.3

0 1
mutation status

V
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bi
lit

y

UNC1215 (p.adj=0.081)

0.4

0.8

1.2

1.6

0.01 0.10 1.00 10.00
concentration

V
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0

1

Bromodomain, L3MBTL3

0.6

0.7

0.8

0.9

1.0

0 1
mutation status

V
ia
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lit

y

GSK690693 (p.adj=0.082)

0.4

0.8

1.2

0.01 0.10 1.00 10.00
concentration

V
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0

1

PI3K/AKT/mTOR, AKT
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0.8

1.0

1.2
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mutation status
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y

Neratinib (p.adj=0.089)
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EGFR, EGFR



0.8

0.9

1.0

1.1

0 1
mutation status

V
ia
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lit

y
TG100−115 (p.adj=0.089)

0.25

0.50

0.75

1.00

1.25

0.01 0.10 1.00 10.00
concentration

V
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y mut

0

1

PI3K/AKT/mTOR, PI3K

0.9

1.0

1.1

1.2

1.3

0 1
mutation status

V
ia
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lit

y

Talazoparib (p.adj=0.089)

0.8

1.0

1.2

1.4

0.01 0.10 1.00 10.00
concentration
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y mut

0

1

DDR, PARP1/2

0.9

1.0

1.1

1.2

0 1
mutation status

V
ia
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lit

y

Rabusertib (p.adj=0.09)

0.50

0.75

1.00

1.25

0.01 0.10 1.00 10.00
concentration
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0

1

DDR, CHEK2

0.7

0.8

0.9

1.0

0 1
mutation status

V
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lit

y
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